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Abstract
Modelling infectious diseases often has to deal with clusterihg data. When animals are grouped within herds, one cannot ignore thmelipoe$
animals within herds being more alike than between herds. Stegeemdence among sample observations Is a key assumption undenhdagd
statistical procedures, the presence of clustering in the dataarse important statistical iIssues, which should be addresS8ezlanalysis. This poster
shows the e ect of clustering In the data on the force of infectiamedddvine herpesvirus-1 in Belgian Cattle. Both herd-speci ekhsasv
population-averaged force of infections are derived.
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Conclusion

The BoHV-1 data were analyzed to determine the FOI. It is clear frempiisented results that the dataset su ers from several commtigatCorrect
modelling of the quantities of interest is crucial. Ignoring theeladions in the data underestimates the variances. Both populatyaeged and
herd-speci ¢ prevalence and FOI give information about the patterreadifease, and should be considered.




